Supplementary figure S1. Amino acid sequences of the three different DCBMs that were used 9 in this study. DCBM-12 was used to gain CBM-Cel7A and CBM-Cel6A by papain cleavage.
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Linker regions are in black, CBM-Cel6A sequence is shown in red, and CBM-Cel7A sequence is 11 shown in green. The value is lower than in reality and thus represents a minimum which is always exeeded when 7 the cellulose surface is fully covered. B max,intermed. is double that of B max,low and B max,high is thriple 8 that of B max,low . using binding data presented in Figure 1 and used for calculating K r values in and 3H-6A+6A, respectively) on CNF and BMCC. Control experiment with 3 H-labelled CBM-
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Cel7A and CBM-Cel6A without dilution (3H-7A and 3H-6A, respectively), and with 1:1 buffer 23 dilution (3H-7A+buf and 3H-6A+buf, respectively). ∆ BMCC, • CNF.
